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Once a project is confirmed, we will create a personalized account for you on our secure Customer
Portal. Our portal offers comprehensive information management from sample to data analysis,

allowing you to track your project’s progress anytime and download your reports. Below is a quick
guide to data download and analysis.

Data Download:

1. Log in MolBreeding’s Customer Portal (https://cloud.molbreedinglab.com) for data access.

Sign In Right Now
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2. On the left-hand navifation menu, click on the Data Download
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https://cloud.molbreedinglab.com/

3. Click Report to view the project summary report online.
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4. Click Download to download the Report.zip file, which contains the summary report, sequencing
statistics, alignment results, call rate information, and genotype data. For GenoPlex projects, the
genotyping scatter plot data is also provided.
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5. Click SFTP to access your SFTP account credentials and retrievethe the clean FASTQ, GVCF
and Report.zip via FileZilla by following the SFTP Data Retrieval Guide
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Data Analysis:

1.

analysis.
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On the left-hand side, click the Toolkit to access automated bioinformatics tools for further data
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2. Select the analysis tool you want to use, name the analysis task, click "Dataset", select the
data you want to analyze, submit the data, and the data will enter the automatic analysis
process.
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Software description:
principal Component Analysis (PCA) is a common data analysis method, which seleets several
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3. Click the “My Analysis” tab on the left to open all completed analyses. When a workflow
shows “Completed”, click “Details” to refine your charts or download them directly.
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