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MolBreeding GenoBaits® Chicken Genotyping Array is poised to revolutionize your breeding work by effectively
addressing long-standing issues such as genotype effects and environmental adaptability, thus paving a robust
technological path for the sustainable development of the poultry industry.
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Figure 1 The call rates were between 99.23% - 99.68%,
uniformity_rate (10%) was between 99.33% - 99.69% ‘1’
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Figure 2 The MAF histogram. The mean MAF of
44,835 target sites in GenoBaits® Chicken Genotyping Definition of ruler: SNP numbers of each sliding
Array is 0.40. window in genome (along a window size of 50 Kb)

Figure 3 Distribution of target genotyping sites on
chromosomes




